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Figure 1 



201 ffiaicTCCATlSKrrrGCTTJUiACCTCCCCaitCTTCCGCCOCJUUlTCTCCCICTCT^ 

301 cCATRCACGTCKKaSCCaCCCCWCTtWaKCTCTCTACACCACCTCCWTnCCT^ 

MBVAAAT^:UCALlTT3 DrASVVSIHLFVALtCAC 

401 CATCCTCCTCCWrCACCTCCTCCACCACAATCtrcTGCGTCAATtyWITCCATCACCOCCCTCATCATC 

XVLCnLl.eBH'BWVHEa XTALI TCLCTCVVILL M 

501 ACCAAACCCAACAGCTCGCACTTATTCGTCrrCAGTGAfKy^TCTCTTCirrCATCTACOT 

TKCKSSHLrvrS£DLFriTULPPlIP«*^crQVKK 

«Q1 AXAACCAATTCTTCCCWAATTTCATGACCATCACATTATTTGCAGCCCTCCCCACAATGATATCCTTm 

KQrPHHrMTlTLrCAVCTMIsrrTISI^AlAir 

7 0 1 CACCACAATCAACATTCCAAC-CTCCATCTACGAnATTtTCTTCC AATOCAfKCATCTTTTCT^^ 

SFMHlCTLOVCDFLAIGATFSATDSVCTLQVLW 

801 CACtyVTCy^CACACCCTTTTTCTACACTCTaCTATTCGCTGAAGGTCTltrrCAAC^^ 

QDi:TPFLISI.VrttECVVMDATSlVLFMALQMrDL 

901 TreTCCACRTAGATCCGGCTGTCCTTCtGAAATTCTTCGGGAACTOTrrTArrTAT^ 

VHIDAAVVLKFLCHPFXLFI.SSTrLGVPACLJ.S 

1001 mATACATAATCAAGAAGCTATACATTCGAAGGCATTCTACTtUlCCCTCAGCTOCCCTTATCATGC^ 

ATI2KKLtICRKSTORSVALH MLMAlI.5THI.AE 

1101 TTGCTACATTTCAGCCCCATTtrrCACCCTAl^^rrrCTGTGCTATTGTAATGTCACAtTACACT^^^ 

LLDLSGlLTVFKCGrVMSHTTVHNVTE SSRVTTK 

1201 AGCACGCATTTGCAACTCTCTCCTTCAT?aCTCAGACrTTTCTCTTCCTGTATCTTer^.ATCr,^^^ 

HAPATLSFIAETFI. PLTVCHDALOIEKWEFASD 

1301 CAGACCTCCCAAATCCATTCCCATAACCTCAArrTTCCrACCATTCCrTCTGATTGCAAGAGCrGC^ 

RFCKSlGlSSlLLCLVLICPAAPVrCLSP LSH^ 

HOI ACJUUUJAAGGCACCSAATnAAAAAATAACCTGCAGACAGC AnCTTGTAATATGCTCGCCTCGGCTCykTr«^C^ 

TICICAPHBKITWHQOVVIHWAGLHPCAVSXALATH 

1501 ATAACTTTACAAGATCTdGCCATACTCACCTGCACCGCAATCCAATAATGATCACCACCACCATCACTCTCCTTCW 

KFTRSCHTOLHGNAlMi rS TlTVVLFaTMVFGK 

1601 eyiTGACAAACCCACTCATCACGCTCCTSCTACCCCCCTCAGGCCATCCTGTCACClCrcACCCTO 

MtKPLIRLLLPASCJtPVTSSPSSPKSLHSPLLT 

1701 ww:ATCCAAGGl^TGWCC2CGAGACTACAACCAACA-TGTGACGCC-rTCCAGCCTCC^^ 

SMOCSDLEflTTHIVRPSSLRMLLtKPTHTVHTTH 

leOl casCCCAAmCCACCACCCCCTCATCCGACCCATCTTTCCCCCXKltXCCCTTCCrtCCC^ 

RKFDDALMP PMPCGRCFVFFSPGS PTBOSHOCK 



ATGAACAGTCCAAACAAATGAt3AATGCAATGCT7r.ATGACGAGAATACATGTAAAAyGTCACA^ 
TGCCTCCTGCTAATGACTlXITTGATiySTCCCTATX^TCTrCAGAACTTCACAl^ 
TCGGCATGATTCCCTTXrrTCTGTCAiKATCAACCCTA«TGAGTCACACACCCTCATGTGCT 
GTACCrrCTCTACCATCrrTAGTTGGCCCCTCTTCTTmTAGTTCCCACCCTGCATCTAAAAT^ 
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Figure 3 
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M3 



M4 



FSEDTFFlYLLPPltFNAGFQVKKKQFFRNFMTITLFGAVGTOISFFTISIAAIAlFSRM 138 
FNSS/FFNVLLPPItLNSGYELNQVNFFNNMLSILIFAIPGTFlSAWIGIILYIWTFLG 179 
FDPE^FFNILLPPIIFYAGYSLKRRHFFRNLGSILAYAFLGTAISCFVIGSIMYGCVTLM 2B5 
LQSD/FFLFLLPPIILDAGYFLPLRQFTENLGTILIFAWGTLWNAFFLGGLLYAVCLVG 219 
MKTDtfFFLYLLPPI^LDAGYFKPTRPFFENLGTIFWYAWGTLWNSIGIGLSLFGICQIE 80 
LTPILFFFYLLPPI/LDAGYFWNRLFFGNLGTILLYAVIGTIWNAATTGLSLYGVFLSG 166 
MOSSIYFLYLLPPI^LESGYFMPTRPFFENIGSILWWAGLGALINAFGIGLSLYFICQIK 184 
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— NIGTLDVG-rjFLAlGAlFSATDSVCTLQVLNQDET-PFLYSLVI-GEGWNOATSIV 
LESIDISFACAMSVGATLSATDPVriLSlFNAYKVDPKLYTXIFGESLLNOAISIV 
mGQLAGDFYFTCaLFGAIVSATDPVTVLAIFHELQVDVELYALLFGESVLNOAVAIV 
.--GEQXNNIGLLtTLLFGSIISAVDPVAVLAVFEEIHINELLHILVFGESLLNDAVlW 
— AFGLSOITLLCNLLFGSLISAVDPVAVtAVFENIHVNEQLYILVFGESLLNDAVTW 
— LMGELKIGLLCFULFGSLIAAVDPVAVLAVFEEVHVNEVLFIIVFGESLLNOAVTW 
—AFGLGDINLLC Ml i FGSLISAVDPVAVLAVFE£ARVNEOLYWlFGEALLNDGXSW| 
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Figure 4 
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Figure 5 
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Figure 6 
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